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Advances in research on spatial omics in colorectal liver metastasis
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Abstract: Colorectal cancer (CRC) is a common malignant neoplasm with a high morbidity and mortality, and liver metastasis
is one of the leading causes of death, posing a substantial clinical burden. Over the past few years, the advent of novel spatial
omics technologies has brought new hope for precision medicine in treating colorectal liver metastasis. This review begins by
describing the current state of colorectal liver metastasis and current research approaches while elaborating on the concept and
techniques for spatial omics. Next, this review comprehensively analyzes existing research using spatial omics technologies. This
review concludes with a discussion of its use in colorectal liver metastasis and its future prospects.
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